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B-Isoforrr 1 1 ATGACTTTTG ATGACAAGAI GAAGCCTGCG AATGACGAGC CTGATCAGAA 

M-Isofcr- 1 1 ATGACTTTTG AT GACAAG AT GAAGCCTGCG AATGACGAGC CTGATCAGAA 

Isoforrr 7 1 ATGACTTTTG AT GACAAG AT GAAGCCTGCG AATGACGAGC CCGATC AG A-. 

Isoform 8 1 ATGACTTTTG AT GACAAG AT GAAGCCTGCG AATGACGAGC CTGATCAGAA. 

Iso fern 9 1 ATGACTTTTG AT GACAAG AT GAAGCCTGCG AATGACGAGC CTGATCAGAA 



3-Isofcrm 1 51 GTCATGTGGC AAGAAGCCTA AAGGTCTGCA TTTGCTTTCT TCCCCATGGT 

M-Isofcrm 1 51 GTCATGTGGC AAGAAGCCTA AAGGTCTGCA TTTGCTTTCT TCCCCATGGT 
Isoforr 7 

Isoforrr S 51 GTCATGTGGC AAGAAGCCTA , 

Isoforr 9 51 GTCATGTGGC AAGAAGCCTA . 



3-Iscfcrn 1 101 GGTTCCCTGC TGCTATGACT CTGGTCATCC ' 
M-Iscfcrrn 1 101 GGTTCCCTGC TGCTATGACT CTGGTCATCC 1 



Isoforr 
Isoforrr 
Isoforr 



ACCCTTATTG TACAGTGGAC ACAATTACGC CAGGTATCTG ACCTCTCAAA 
ACCCTTATTG TACAGTGGAC ACAATTACGC CAGGTATCTG ACCTCTCAAA 



B-Isoform 1 201 ACAATACCAA GCGAACCTTA CTCAGCAGGA TCGTATCCTG GAAGGGCAGA 
.form 1 201 ACAATACCAA GCGAACCTTA CTCAGCAGGA TCGTATCCTG GAAGGGCAGA 



I so form 9 



-Isoform 1 251 TGTTAGCCCA GCAGAAGGCA GAAAACACTT C AC AGGAAT C AAAG AAG G AA 
-Isoforra 1 251 TGTTAGCCCA GCAGAAGGCA GAAAACACTT C AC AGGAAT C AAAG AAG GAA 



Isoform 7 
Isoform 6 
Isoform 9 



1st repeat 



3 01 CTGAAAGGAA AGATAGACAC CCTCACCCAG AAGCTGAACG AGAAATCCA 
3 01 CTGAAAGGAA AGATAGACAC CCTCACCCAG AAGCTGAACG AGAAATCCA. 



Figure 
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B-Isoforn 1 351 AGAGCAGGAG GAGCTTCTAC AGAAGAATCA GAACCTCCAA GAAGCCCTGC 
M-Isofcr~ 1 351 AGAGCAGGAG GAGCTTCTAC AGAAGAATCA GAACCTCCAA GAAGCCCTGC 
Isoforn 7 73 



1st repeat 

B- 1 so fern 1 4 01 AAAGAGCTGC AAACTCTTCA GAGGAG7CCC AGAGAGAACT CAAGGGAAAG 
M-Isofcrr. 1 401 AAAGAGCTGC AAACTCTTCA GAGGAGTCCC AGAGAGAACT CAAGGGAAAG 
Isoforrr ~ 7 3 -AGGAGTCCC AGAGAGAACT CAAGGGAAAG 

Isoforrr. 9 7 3 

1st repeat >|< 

B-Isofcrn 1 451 ATAGACACCA TCACCCGGAA GCTGGACGAG AAATCCAAAG AG C AG GAG G A 
M-Isoforr. 1 451 ATAGACACCA TCACCCGGAA GCTGGACGAG AAATCCAAAG AG C AG GAG G A 
Isoforrr 7 102 ATAGACACCA TCACCCGGAA GCTGGACGAG AAATCCAAAG AGCAGGAGGA 

Isoforrr. 9 73 

2nd repeat 

1 501 GCTTCTGCAG AT GAT TCAGA ACCTCCAAGA AGCCCTGCAG AGAGCTGCAA 
-It, r„r- 1 501 GCTTCTGCAG AT GAT TCAGA ACCTCCAAGA AGCCCTGCAG AGAGCTGCAA 
_ _ 152 GCTTCTGCAG AT GAT T C AG A ACCTCCAAGA AGCCCTGCAG AGAGCTGCAA 
Isororn 73 

2nd repeat 

-Isor.r" I 551 ACTCTTCAGA GGAGTCCCAG AG AGAACT CA AGGGAAAGAT AGACACCCTC 

-Isoro^T 1 551 ACTCTTCAGA GGAGTCCCAG AG AGAACT CA AGGGAAAGAT AGACACCCTC 

Isoform 7 202 ACTCTTCAGA GGAGTCCCAG AG AGAACT CA AGGGAAAGAT AGACACCCTC 

Icuicr" 73 A GGAGTCCCAG AG AGAACT CA AGGGAAAGAT AGACACCCTC 



2nd >|< 3rd repeat 

B- Isoforrr. 1 601 ACCTTGAAGC TGAACGAGAA ATCCAAAGAG C AG GAG GAG C TTCTACAGAA 

M-Isofcrm 1 601 ACCTTGAAGC TGAACGAGAA ATCCAAAGAG CAGGAGGAGC TTCTACAGAA 

Isoform 7 252 ACCTTGAAGC TGAACGAGAA ATCCAAAGAG CAGGAGGAGC TTCTACAGAA 

Isoforn 8 114 ACCTTGAAGC TGAACGAGAA ATCCAAAGAG CAGGAGGAGC TTCTACAGAA 

Isoforn 9 73 

3rd repeat 

3- Isoforn 1 651 GAATCAGAAC CTCCAAGAAG CCCTGCAAAG AGCTGCAAAC TTTTCAGGTC 

M- Isoforn 1 651 GAATCAGAAC CTCCAAGAAG CCCTGCAAAG AGCTGCAAAC TTTTCAGGTC 

Isoforrr 7 302 GAATCAGAAC CTCCAAGAAG CCCTGCAAAG AGCTGCAAAC TTTTCAGGTC 

Isoforrr 8 164 GAATCAGAAC CTCCAAGAAG CCCTGCAAAG AGCTGCAAAC TTTTCAGGTC 



Figure 3B 
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E - 1 s o f o 


rrr I 


701 


CTTGTCCACA 


AGACTGGCTC 


TGGCATAAAG 


AAAACTGTTA 


CCTCTTCCAT 


M-Isof o 


rrr 1 


701 


CTTGTCCACA 


AGACTGGCTC 


TGGCATAAAG 


AAAACTGTTA 


CCTCTTCCAT 


Iscforn 


7 


352 


CTTGTCCACA 


AGACTGGCTC 


TGGCATAAAG 


AAAACTGTTA 


CCTCTTCCAT 






214 


CTTGTCCACA 


AGACTGGCTT 


TGGCATAAAG 


AAAACTGTTA 








75 


CTTGTCCACA 


AGACTGGCTC 


TGGCATAAAG 


AAAACTGTTA 


CCTCTTCCAT 


3-Isof c 




751 


GGGCCCCTTA 


GCTGGGAAAA 


AAACCGGCAG 


ACCTGCCAAT 








751 


GGGCCCTTTA 


GCTGGGAAAA 


AAACCGGCAG 


ACCTGCCAAT 




Isof orrr 


I 


402 


GGGCCCTTTG 


GCTGGGAAAA 


AAACCGGCAG 


ACCTGCCAAT 


CTTTGGGTGG 


Iscforr 




264 


GGGCCCTTTA 


GCTGGGAAAA 


AAACCGGCAG 


ACCTGCCAAT 


CTTTGGGTGG 


Isof orr 




125 


GGGCCCTTTA 


GCTGGGAAAA 


AAACCGGCAG 


ACCTGCCAAT 


CTTTGGGTGG 


B-Iscf o 


rrr I 


801 


CCAGTTACTA 


C AAAT T AAT G 


GTC-CAGATGA 


TCTGACATTC 


ATCTTACAAG 


M-Isof o 


rn-L I 


801 


CCAGTTACTA 


CAAATTAATG 


GTC-CAGATGA 


TCTGACATTC 


atcttacaa:- 


Isof orm 




452 


CCAGTTACTA 


C AAAT T AAT G 


GTC-CAGATGA 


TCTGACATTC 


ATCTTACAAG 


Isof orm 




314 


CCAGTTACTA 


CAAATTAATG 


GTC-CAGATGA 


TCTGACATTC 




I sofcriT' 






CCAGTTACTA 


CAAATTAATG 


GTC-CAGATGA 


TCTGACATTC 




B-Iscf o 


rr. I 


851 


CAATTTCCCA 


TACCACCTCC 


CCGTTCTGGA 


TTGGATTGCA 


TCGGAAGAAG 


-Isof o 


rrr. I 


851 


CAATTTCCCA 


TACCACCTCC 


CCATTCTGC-A 


TTGGATTGCA 


TCGGAAC-AAG 


I sor err. 




502 


CAATTTCCCA 


TACCACCTCC 


CCATTCTGGA 


TTGGATTGCA 


TCGGAAGAAG 






364 


CAATTTCCCA 


TACCACCTCC 


CCATTCTGGA 


TTGGATTGCA 


TCGGAAGAAG 






225 


CAATTTCCCA 


TACCACCTCC 


CCATTCTGGA 


TTGGATTGCA 


TCGGAAGAAG 


B-Isof c 


rrr I 


901 


CCTGGCCAAC 


CATGGCTATG 


GGAGAATGGA 


ACTCCTTTGA 


ATTTTCAATT 


-" if o 


rr, I 


901 


CCTGGCCAAC 


CATGGCTATG 


GGAGAATGGA 


ACTCCTTTGA 


ATTTTCAATT 


Isof err: 




552 


CCTGGCCAAC 


CATGGCTATG 


GGAGAATGGA 


ACTCCTTTGA 


ATTTTCAATT 








CCTGGCCAAC 


CATGGCTATG 


GGAGAATGGA 


ACTCCTTTGA 


™1™T 


iJStorl 


1 


275 


CCTGGCCAAC 


CATGGCTATG 




ACTCCTTTGA 




_ - " > f c 




951 


CTTTAAGACC 


AGGGGCGTTI 


CTTTACAGCT 


ATATTCATCA 


GGCAACTGTG 




rr I 


951 


CTTTAAGACC 


AGGGGCGTTT 


CITTACAGCT 


ATATTCATCA 


GGCAACT G7 ^ 


z ?rr 




602 


CTTTAAGACC 


AGGGGCGTTI 


CTTTACAGCT 


ATATTCATCA 


AGCAACTGTG 






464 


CTTTAAGACC 


AGGGGCGTTT 


CTTTACAGCT 


ATATTCATCA 


GGCAACTGTG 


I sol orrr. 




325 


CTTTAAGACC 


AGGGGCGTTT 


CITTACAGCT 


ATATTCATCA 


GGCAACTGTG 


B-Isof 0 


rml 


1001 


CATACCTTCA 


AGACGGAGCT 


GTGTICGCTG 


AAAACTGCAT 


TCTAATTGCA 


M-Isof o 


rml 


1001 


CATACCTTCA 


AGACGGAGCT 


GTGTTCGCTG 


AAAACTGCAT 


TCTAATTGCA 


Isoforr 


7 


652 


CATACCTTCA 


AGACGGAGCT 


GTGTTCGCTG 


AAAACTGCAT 


TCTAATTGCA 


Isoforra 


8 


514 


CATACCTTCA 


AGACGGAGCT 


GTGTTCGCTG 


AAAACTGCAT 


TCTAATTGCA 


I sof orr. 




375 


CATACCTTCA 


AGACGGAGCT 


GTGTTCGCTG 


AAAACTGCAT 


TCTAATTGCA 






1051 


TTCAGCATAT 


GTCAGAAGAA 


G AC AAAT CAT 


TTGCAAATTT 


AG 






1051 


TTCAGCATAT 


GTCAGAAGAA 




TTGCAAATTT 


AG 






702 


TTCAGCATAT 


GTCAGAAGAA 


G AC AAAT CAT 


TTGCAAATTT 


AG 






564 


TTCAGCATAT 


GTCAGAAGAA 


G AC AAAT CAT 


TTGCAAATTT 


AG 






425 


TTCAGCATAT 


GTCAGAAGAA 


GAC AAAT CAT 


TTGCAAATTT 


AG 



Figure 3C 
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Isoform 1 

atg aci gat gac aag atg aag cct gcg aa: gac gag cct gat cag 

Met Tnr ?he Asp Asp Lys Met Lys Pro Ala Asr. Asp Glu Pro Asp Gin 
15 1C 15 

aag tea tgt ggc aag aag cct aaa ggt etc cat ttg ctt tct tec cca 

Lys Ser Cys Gly Lys Lys Pro Lys Gly Leu His Leu Leu Ser Ser Pro 



tgg tgg ttc cct get get atg act ctg gtc ate etc tgc ctg gtg ttg 

Trp Trc Pr.e Pro Ala Ala Met Thr Leu Val lie Leu Cys Leu Val Leu 

35 40 45 

tea gta acc ctt att gta cag tgg aca caa tta cgc cag gta tct gac 

Ser Val Thr Leu He Val Gin Trp Thr Gin Leu Arg Gin Val Ser Asp 



Leu j_,eu Lys Gin Tyr Gin Ala Asn Leu Tr.r Gin Gin Asp Arg He Leu 
65 70 "5 SC 

gaa ggg tag atg tta gec 

Glu Gly Gin Met Leu Ala 



atg tta gec cag cag aag cca gaa aac 



aag gaa ctg aaa gga aag . 
Lys Glu Leu Lys Gly Lys He Asp Thr Leu Thr Gin Lys Leu 
100 105 " 110 



aac gag aaa tec aaa gag cag gag gag ctt eta cag aag aat cag aac 

Asn Glu Lvs Ser Lys Glu Gin Glu Glu Leu Leu Gin Lys Asn Gin Asn 

lis 120 125 

etc caa gaa gec ctg caa aga get gca aac tct tea gag gag tec cag 

Leu Gin Glu Ala Leu Gin Arg Ala Ala Asn Ser Ser Glu Glu Ser Gin 

130 135 140 



■ gga 

Arg Gla Leu Lys Gly Lys He 



aaa tec aaa gag cag gag gag ctt 
Lys Ser Lys Giu Gin Glu Glu Leu 



160 

ctt ctg cag atg att cag aac etc caa 
Gin Met lie Gin Asn Leu Gin 
170 175 



gaa gee ctg cag aga get gca aac tct tea gag gag tec cag aga gaa 
Glu Ala Leu Gin Arg Ala Ala Asn Ser Ser Giu Glu Ser Gin Arg Glu 
180 185 190 



etc aag gga aag ata gac acc etc acc ttg aag ctg aac gag aaa tec 
Leu Lvs Gly Lys lie Asd Thr Leu Thr Leu Lvs Leu Asn Glu Lys Ser 
195 ' 200 " 205 



Figure 4A 
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Isoform 1 



ctg caa aga get gca aac ttr tea ggt ccz tgt cca caa gac zg 
Giy Pro Cvs 
230 235 240 



Arg Ala Ala Asn Phe Ser Giy Pre Cvs Pro Gin Asp Trp Leu 

240 

m 



etc ttc eat ggg ccc zzz age tgg 
Trp His Lys Glu Asn Cys Tyr Leu Phe His Giy Pro Pne Ser Trp 



250 



Lys Asn Arg Gin Thr Cys Gin Ser Leu m m ^ Leu Gin lie 

260 265 270 

aat ggr gca gat gat ctg aca ttc ate tta caa gca att tec cat acc 

Asn Giy Ala Asp Asp Leu Thr Phe lie Leu Gin Ala lie Ser His Thr 

2^5 280 285 

acc tec cca ttc tgg att gga ttg cat egg aag aag cct ggc caa cca 

Thr Ser Pro Phe Trp He Giy Leu His Arg Lys Lys Pro Giy Gin Pro 



2 9C 



Giy Leu His Arg Lys L - /s 



Thr Pro Leu Asn Phe Gin Pne Phe Lys Thr 

310 315 320 

ge get tct tta cag eta tat tea tea ggc aac tgt gca tac ctt 

_y Val Ser Leu Gin Leu Tyr Ser Ser Giy Asn Cys Ala Tyr Leu 



3 30 

as "a: gga get gtg ttc get gaa aac tgc art eta ate gca ttc age 

so Giy Ala Val Phe Ala Glu Asn Cys He Lea He Ala Phe Ser 
345 350 



aca tgt cag aag aag aca aat cat ttg caa att 
vs Gin Lys Lys Thr Asn His Leu Gin He 
35 5 3 60 



Figure 4B 



8/17 

I so form 2 

atg ace zzz gat gac aag atg aag cc; gcg aat gac gag cct gat cag 
Met Tnr ?r.e Asp Asp Lys Met Lys Pro Ala Asr. Asp GIu Fro Asp Gin 

1 5 10 15 

aag :ca zgz ggc aag aag cct aaa ggt ctg cat ttg ctt tct tec cca 
Lvs Ser Cys Gly Lys Lys Pro Lys Gly Leu His Lea Leu Ser Ser Pro 
20 25 30 

tgg tgg zzc cct get get atg act ctg grc ace etc tgc ctg gtg ttg 
Trp Trc Pee Pro Ala Ala Met Thr Leu Vai lie Lea Cys Leu Val Leu 

73 40 45 

tea g-g acc cct att gta cag tgg aca caa rgaregtate ctggaagggc 
Ser Val Tr.r Leu lie Val Gin Trp Thr Gin 



254 
314 
3~4 
434 
494 



agcrgaacga gaaatccaaa gagcaggagg agcttctaca gaagaatcag aacctccaag 61, 

aagecctgea aagagctgea aactttrcag gtccttgtcc acaagactgg ctctggcata 6 7 4 
aagaaaaetg ttacctcttc cgtgggccct ttacrgggaa aaaagcegge agacctgcca 

atctttgggt ggcagttact acaaattaac gggcagarg "? 



Figure 
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Isoform 3 

atg act gar gac aag atg aag cct gcg aat gac gag cct gat cag 

Me- Thr ?he Asp Asp Lys Met; Lys Pro Ala Asn Asp Glu Pro Asp Gin 

1 5 10 15 

aag tea rgt ggc aag aag cct aaa ggt erg cat rig ctr tct tec cca 

Lys Ser Cys Gly Lys Lys Pro Lys Gly Leu His Leu Leu Ser Ser Pro 



rgg rgg rrc cct get get atg act erg gre arc ere tgc erg gtg rrg 
Trp Trp ?he Pro Ala Ala Met Thr Leu Val He Leu Cys Leu Val Leu 



Thr Leu He Val Gin Trc Thr Gin Leu Arg Gin Val Ser Asp 
5C 55 6C 

etc tta aaa caa tac caa gcg aac ctt acr cag cag gat cgt ate ctg 

Leu Leu Lys Gin Tyr Gin Ala Asn Leu Tnr Gin Gin Asp Arg He Leu 



gg cag atg tta gee cag cag aag gca gaa aac acr rca ccg caa 
Ly GLn Met Leu Ala Gin Gin Lys Ala Glu Asn Tnr Ser Pro Gin 



rca aag aag gaa ctg aaa gga aag ata gac aoc etc acc cag aag ctg 
Ser Lvs Lvs Glu Leu Lys Giy Lys He Asp Tnr Leu Thr Gin Lys Leu 
100 105 110 

aac aag aaa rcc aaa gag cag gag gag err era cag aag aat cag aac 
Asn Glu Lvs Ser Lys Glu Gin Glu Glu Leu Leu Gin Lys Asn Gin Asn 
H5 120 125 

t~ caa aaa gee ctg caa aga get gca aac tct tea gag gag tec cag 
in Glu Ala Leu Gin Arg Ala Ala Asn Ser Ser Glu Glu Ser Gin 
13C 135 140 

aga gaa etc aag gga aag ata gac acc etc acc ttg aag ctg aac gag 
^_cj Glu Leu Lvs Gly Lys He Asp Thr Leu Thr Leu Lys Leu Asn Glu 
150 155 160 

cc aaa gag cag 
. er Lys Glu Gin 



Figure 6 



10/17 



ac aag atg aag cct gcg 
.sp Lys Met Lys Pro Ala . 



aag tea tgt ggc aag aag cct aaa ggt ctg car ttg ctt tct tec cca 
Lys Ser Cys Gly Lys Lys Pro Lys Gly Leu His Lea Leu Ser Ser Pro 



tc cct get get atg act ctg gzc ate czc tgc ctg gtg ttg 
he Pro Ala Ala Met Thr Leu Val lie Leu Cys Leu Val Leu 



gtg acc ctt att gta cag tgg aca caa tta cgc cag gta tct gac 
Val Thr Leu lie Val Gin Trp Thr Gin Leu Arg Gin Val Ser Asp 



ta aaa caa tac caa gcg aac ctt act cag cag gat cgt ate ctg 
eu Lvs Gin Tyr Gin Ala Asn Leu Thr Gin Gin Asp Arg lie Leu 
70 75 80 



cag atg tta gec cag cag aag gca ga 
Gin Met Leu Ala Gin Gin Lys Ala Gl 



aag aag gaa ctg aaa gga aag ata gae acc etc acc cag aag ctg 
ser Lys Lvs Glu Leu Lys Gly Lys lie Asp Thr Leu Thr Gin Lys Leu 
ICO 105 " 110 



aac gag aaa tec aaa gag cag gag gag ctt eta cag aag aat cag aac 

Asn Glu Lys Ser Lys Glu Gin Glu Glu Lea Leu Gin Lys Asn Gin Asn 

115 120 125 

etc caa gaa gee ctg caa aga get gca aac ttt tea ggt cct tgt cca 

Leu Gin Glu Ala Leu Gin Arg Ala Ala Asn Phe Ser Gly Pro Cys Pro 

130 135 140 

caa gac tgg etc tgg cat aaa gaa aac tgt tac etc ttc cat ggg ccc 

Gin Asd Cro Leu Tro His Lys Glu Asn Cys Tyr Leu Phe His Gly Pro 

" 150 155 160 

ttt age tgg caa aaa aac egg cag acc tgc caa tct ttg ggt ggc cag 

frp oer Trp Glu Lys Asn Arg Gin Tnr Cys Gin Ser Leu Gly Gly Gin 

165 170 175 

tta eta caa att aat ggt gca gat gat ctg aca ttc ate tta caa gca 

Leu Leu Gin lie Asn Gly Ala Asp Asp Leu Thr Phe lie Leu Gin Ala 

180 185 190 

att tee eat acc acc tec ccg ttc tgg att gga ttg cat egg aag 

He Ser His Thr Thr Ser Pro Phe Trp lie Gly Leu His Arg Lys 

135 200 205 



Figure 7 
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m 5 

gat gac aag arg aag cct gcg aat gac gag cct gat gag 

Pne Asp Asp Lys Met Lys Pro Ala Asn Asp Giu Pro Asp Glu 
5 10 15 

tgt ggc aag aag cct aaa ggt ctg cat ttg ctt tct tec cca 

Cys Gly Lys Lys Pro Lys Gly Leu His Leu Leu Ser Ser Pre 



ngg tgg ;tc cct get get atg act ctg gtc ate etc tgc ctg gtg ttg 

Tro Trp Phe Pro Ala Ala Met Thr Leu Val lie Leu Cys Lea Val Leu 

33 40 45 

tea gtg acc ctr att gta cag tgg aca caa tgategtate ct 

Ser Val Tr.r Leu lie Val Gin Trp Thr Gin 



agatgttagc ccagcagaag 
cc 

ccctgcaaag agetgeaaac tctteaggtc cttgtccaca 
agactggcrc tggcataaag aaaactgtta cctctrccat gggecctrta gctgggaaaa 
aaaccggeag acctgccaat ctttgggtgg gcagttacta caaattaatg gtgcagatga 
tctgacattc atcttacaag caatttccca taccacctcc ccttcttgga ttggattgca 
teggaagaag cctggcaacc atgggtatgg gagaatggac ttctttgaat tttaattttt 
aagacagggc grttttacag tttttcataa ggacttgtga tacttagagg gctgggttcg 
~tgaaa~ga~ tctartggtt agcatgtaga aaaaaart 
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Isoform 6 

atg ac- ttt gat gac aag atg aag cct gcg aat gac gag cct gat cag 

Met Thr Pne Asp Asp Lys Met Lys Pro Ala Asn Asp GIu Pro Asp Gin 
l 5 10 15 

aag tea tgt ggc aag aag cct aaa ggt ctg 

Lys Ser Cys Gly Lys Lys Pro ±ys Gly Leu 



tgg tgg etc cct get get aig act ctg gzz azc etc tgc ctg gtg ttg 
Trp Trc Fee Pro Ala Ala Met Thr Leu Val lie Leu Cys Leu Val Leu 
?3 4C 45 



tea gtg ace ctt att gta cag tgg 
Ser val Iter Leu lie Val Gin Trp 



caagggaaag atagacaccc tcaccttgaa gctgaacgag aaatccaaag agcaggagga 154 
gcttctacag aagaatcaga acctccaaga agccctgcaa agagctgeaa acttttcagg ? 1 -= 
tecttgteea caagactggc tctggcataa agaaaaetgt tacetcttcc atgggccctt 
tagctagcraa aaaaacegge agacctgcca atcttrgagt gqccagttac tacaaattaa 434 
tggtgcagat gatctgacat tcatcttaca agcaatttcc cataccacct ccccgttctg 494 

m 
m 
- 

=p tgeatacett caagaeggae tgtgttcgct gaaaactgea ttctaattgc attcagcata 614 

tgtcaaaaga agacaaatca tttgeaaatt tagtgaatet 

o 

ill 
□ 



attggattg categgaaga agcctggcca accatggcta tgggagaatg gaactccttt 5o4 
aattttcaa ttctttaaga ecaggggegt ttctttacag ctatattcat caggcaactg 614 



Figure 9 
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isotorm / 

atg ac: ctt gat gac aag atg aag cc: geg aac gac gag cct gat cag 
Met Tr.r ?r.e Asp Asp Lys Met Lys Pro Ala Asn Asp Glu Pro Asp Gin 



tea tgt ggc aag aag cct aaa gag gag tec cag aga gaa etc aag 
Ser Cvs Giy Lys Lys Pro Lys Glu Glu Ser Gin Arg Glu Leu Lys 



gac acc ate acc egg aag ctg gac gag aaa tec aaa gag 
Asp Thr lie Thr Arg Lys Lea Asp Glu Lys Ser Lys Glu 



gag gag ctt ctg cag atg art cag aac etc caa gaa gec ctg cag 
Glu Glu Leu Leu Gin Met lie Gin Asn Leu Gin Glu Ala Leu Gin 



aac tct tea gag gag tec cag aga gaa etc aag gga aag 
Asn Ser Ser Glu Glu Ser Gin Arg Glu Leu Lys Gly Lys 



etc acc ttg aag ctg aac gag aaa tec aaa gag cag ga< 
Leu Thr Leu Lys Leu Asn Glu Lys Ser Lys Glu Gin Gl" 



gag etc eta cag aag aat cag aac etc caa gaa gee ctg caa aga get 

Glu Leu Leu Gin Lys Asn Gin Asn Leu Gin Glu Ala Leu Gin Arg Ala 
100 105 110 

gca aac ttt tea ggt cct tgt cca caa gac tgg etc tgg cat aaa gaa 

Ala Asr. Phe Ser Gly Pro Cys Pro Gin Asp Trp Leu Trp His Lys Glu 
115 120 125 

aac tgt tac etc ttc cat ggg ccc ttt ggc tgg gaa aaa aac egg cag 

Asn Cys Tyr Leu Phe His Gly Pro Phe Gly Trp Glu Lys Asn Arg Gin 



acc tgc caa tct ttg ggt ggc cag tta eta caa att aat ggt gca gat 

Thr Cvs Gin Ser Leu Gly Gly Gin Leu Leu Gin lie Asn Gly Ala Asp 

145 ' 150 155 160 

gat ctg aca ttc ate tta caa gca att tec cat acc acc tec cca ttc 

s.sd Leu Tr.r Phe Tie Leu Gin Ala lie Ser His Tnr Thr Ser Pro Phe 
165 1-70 175 

tgg att gga ttg cat egg aag aag cct ggc caa cca tgg eta tgg gag 

Trp lie Giy Leu His Arg Lys Lys Pro Gly Gin Pro Trp Leu Trp Glu 
180 185 190 

aat gga act cct ttg aat ttt caa ttc ttt aag ace agg ggc gtt tct 

Asn Gly Tnr Pro Leu Asn Phe Gin Phe Phe Lys Thr Arg Gly Val Ser 

195 200 205 

tta cag eta tat tea tea age aac tgt gca tac ctt caa gac gga get 

Leu Gin Lea Tyr Ser Ser Ser Asn Cys Ala Tyr Leu Gin Asp Giy Ala 



ttc get gaa aac tgc att eta att gca ttc age ata tgt cag aag 
Phe Ala Glu Asn Cys lie Leu lie Ala Pne Ser lie Cys Gin Lys 
230 235 240 



aag aca aat cat ttg caa att tag 
Lys Thr Asn His Leu Gin lie 



Figure 10 
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Isoform 8 



atg ac: ttt 
Met Tr.r ?r.e 



gat gac aag atg aag cct gcg aa: gac gag cct gat cag 

Asp Asd Lys Met Lys Pro Ala Asn Asp Glu Pro Asp Gin 

1 5 10 15 

aag tea tgt ggc aag aag cct aaa gag gag tec cag aga gaa etc aag 

Lys Ser Cys Gly Lys Lys Pro Lys Glu Glu Ser Gin Arg Glu Leu Lys 

20 25 30 

gga aag ata gac acc etc ace ttg aag ctg aac gag aaa tec aaa gag 

Gly Lys lie Asp Thr Leu Thr Leu Lys Leu Asn Glu Lys Ser Lys Glu 



caa gaa gag ctt eta cag aag aat cag aac etc caa gaa gec ctg caa 

Gin Glu Glu Leu Leu Gin Lys Asn Gin Asn Leu Glu Glu Ala Leu Gin 

5C 55 6C 

aaa act gca aac ttt tea ggt cct tgt cca caa gac tgg ctt tgg cat 

*i-cr Ala -Ala Asn Phe Ser Gly Pre Cys Pro Gin Asp Trp Leu Trp His 



aaa aaa aac tgt tac etc ttc cat ggg etc ttt age tgg gaa aaa aac 
lu Asn Cys Tyr Leu Phe His Gly Pre Phe Ser Trp Glu Lys Asn 

cag cag acc tgc caa tct ttg ggt ggc cag tta eta caa att aat ggt 
Arg Gin Tnr Cys Gin Ser Leu Gly Gly Gin Leu Leu Gin lie Asn Gly 
100 105 110 

att tec cat acc acc tec 



^sc Asp Leu Thr Pne lie Leu Gin Ala He Ser His Thr Thr Ser 



120 125 

c tgg att gga ttg cat egg aag aag cct ggc caa cca tgg eta 
e Trp He Gly Leu His Arg Lys Lys Pro Gly Gin Pro Trp Leu 



ag aat gga act cct ttg aa: ttt caa ttc ttt aag acc agg ggc 
lu Asn Gly Thr Pro Leu Asn Phe Gin Phe Phe Lys Thr Arg Gly 



tct tta cag eta tat tea tea ggc aac tgt gca tac ctt caa gac 
Ser Leu Gin Lea Tyr Ser Ser Glv Asn Cys Ala Tyr Leu Gin Asp 
165 170 175 



ct gtg ttc get gaa aac tgc att eta att gca ttc age ata tgt 
Ala Val Phe Ala Glu Asn Cys lie Leu lie Ala Phe Ser He Cys 
180 185 190 



cag aag aag aca aat cat ttg caa att tag 
Gin Lvs Lys Thr Asn His Leu Gin He 

195 200 



Figure 11 
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atg act rut gat gac aag atg aag cct gcg aat gac gag cct gat cag 
Met Thr Phe Asp Asp Lys Met Lys Pro Ala Asn Asp Glu Pro Asp Gin 
1 ' 5 10 15 

aag tea tct ggc aag aag cct aaa ggt cct tgt cca caa gac tgg etc 
Lys Ser Cys Gly Lys Lys Pro Lys Gly Pro Cys Pro Gin Asp Trp Leu 

aaa 

5f 



tag cat aaa gaa aac tgt tac etc ttc cat ggg ccc ttt age tgg gaa 
Trp Rxs Lys Glu Asn Cys Tyr Leu Phe His Gly Pro Phe Ser Trp Glu 



aaa aac egg cag acc tgc caa tct ttg ggt ggc cag tta eta caa att 

Lvs Asn Are Gin Thr Cys Gin Ser Leu Gly Gly Gin Leu Leu Gin lie 

50 55 60 

aat ggt gca gat gat ctg aca ttc . 

Asn Gly Ala Asp Asp Leu Thr Phe 



Leu Gin Ala :ie Ser His Tnr 



acc tec cca ttc tgg att gga ttg cat egg aag aag cct ggc caa cca 

Thr Ser Pre Phe Trp lie Gly Leu His Arg Lys Lys Pro Gly Gin Pro 

85 90 95 

taa eta tgg gag aat gga act cct ttg aat ttt caa ttc ttt aag acc 

Tro Leu Trp Glu Asn Gly Thr Pro Leu Asn Phe Gin Phe Phe Lys Thr 

100 105 110 

gc gtt tct tta cag eta tat tea tea ggc aac tgt gca tac ctt 

iv Vai Ser Leu Gin Leu Tyr Ser Ser Gly Asn Cys Ala Tyr Leu 

115 120 125 

caa aac gga get gtg ttc get gaa aac tgc att eta 

2±r Asp Gly Ala Val Phe Ala Glu Asn Cys lie Leu 

130 135 140 

j aca aat cat ttg caa att tag 

3 Thr Asn His Leu Gin lie 

150 153 



Figure 12 
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A. 

Isoform 1 (Rl) ESKKELKGKIDTLTQKLNEKSKEQEELLQKNQNLQEALQRAANSSE 

Isoform 1 (R2) ESQRELKGKIDTITRKLDEKSKEQEELLQMIQNLQEALQRAANSSE 

Isoform 1 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 3 (Rl) QSKKELKGKIDTLTQKLNEKSKEQEELLQKNQNLQEALQRAANSSE 

Isoform 3 (R3) ESQRELKGKIDTLTLKLNEKSKEQ . . . 

Isoform 4 (Rl) ESKKELKGKIDTLTQKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 7 (R2) ESQRELKGKIDTITRKLDEKSKEQEELLQMIQNLQEALQRAANSSE 

Isoform 7 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 8 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 



Isoform 1 (Rl) ESKKELKGKI DTLTQKLNEKSKEQEELLQKNQNLQEALQRAANS S E 
Isoform 3 (Rl) QSKKELKGKIDTLTQKLNEKSKEQEELLQKNQNLQEALQRAANSSE 
Isoform 4 (Rl) ESKKELKGKI DTLTQKLNEKSKEQEELLQKNQNLQEALQRAAN FSG 



Isoform 1 (R2) ESQRELKGKIDTITRKLDEKSKEQEELLQMIQNLQEALQRAANSSE 
Isoform 7 (R2) ESQRELKGKIDTITRKLDEKSKEQEELLQMIQNLQEALQRAANSSE 



D. 

Isoform 1 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 3 (R3) ESQRELKGKIDTLTLKLNEKSKEQ... 

Isoform 7 (R3) ESQRELKGKI DTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 8 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 



E . 

Isoform 1 (Rl) ESKKELKGKI DTLTQKLNEKSKEQEELLQKNQNLQEALQRAANSSE 

Isoform 1 (R2) ESQRELKGKIDTITRKLDEKSKEQEELLQMIQNLQEALQRAANSSE 

Isoform 1 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 3 (Rl) QSKKELKGKI DTLTQKLNEKSKEQEELLQKNQNLQEALQRAANSSE 

Isoform 3 (R3) ESQRELKGKIDTLTLKLNEKSKEQ... 

Isoform 4 (Rl) ESKKELKGKI DTLTQKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 7 (R2) ESQRELKGKI DTITRKLDEKSKEQEELLQMIQNLQEALQRAANSSE 

Isoform 7 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

Isoform 8 (R3) ESQRELKGKIDTLTLKLNEKSKEQEELLQKNQNLQEALQRAANFSG 

human ESENELKEMIETLARKLNEKSKEQMELHHQNLNLQETLKRVANCSA 



Figure 13 
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Probability of forming coiled coil structure 




Figure 14 



